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Abstract: Gannan Tibetan Autonomous Prefecture has high cold damp, large temperature difference
between day and night, and fertile soil, which is very suitable for the growth of Morchella spp. 21 mycelium
cultures were obtained by tissue isolation from wild Morchella collected from Gannan Tibetan Autonomous
Prefecture in this study, and were identified by ITS, efl-a, rpb1 and rpb2 joint matrix sequence analysis. The
results showed that all the 21 strains were Elata Clade, 19 of which were Morchella eohespera, and 2 strains
were Morchella spp. Mel-13., Moreover, these two kinds of Morchella have been cultivated artificially.
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