24 HarRo bR Hs53%& 4 4 #1 Gansu Agr. Sci. and Techn. No. 4 Vol.53

45 ELOVLS LR35 8 00

kg, RAH, x| 4E, BB, &
(HR R LR FHHHAFHERAER, H58% 2 730070)

. IS B It B R G Rak( elongation of very—long—chain fatty acids, ELOVLs )% — XA 5 Iy B2
AR TR B, BRI RIE, A — R RIMERROE A, ARG FE ELOVLS AR EMFTie, AR
st B R G AT T A B FE N, HRE R, B ELOVLS AR %M 737 ANERER, E%mEY
5F XA CrsotlousNagOusSis, 2T 4 35335.39 Daltions, 5w bk 947, 4Hit £ 7 MA 30h, REL
MIEHH 33.35, B EAL £ AT T AR M F(55.6%), ELOVLS AR % A& QEAEFTKASI, RBTHk%E
B, ZEOHLESNEERS, BTHERES, BETAMETEMIR, FALAZFKEES, —B4HMEZ a
WoakAe AN 5w h £, ZBEMELH o BRELITE WK,

KGR %F; ELOVLS AR, AHiz 6%

FEDHES: $826 XHERFRERL: A XERS: 1001-1463(2022)04-0024-06

Idoi : 10.3969/}.issn.1001-1463.2022.04.005|

Bioinformatics Analysis of Sheep ELOVL5 Gene

ZHANG Xiaoxue, ZHAO Liming, LIU Jia, YANG Xiaobin, LI Chong
(College of Animal Science and Technology, Gansu Agricultural University, Lanzhou Gansu 730070, China)

Abstract: Very long chain fatty acids extend enzyme protein family (elongation of very long—chain fatty acids, ELOVLs) is
a kind of fatty acid catalytic synthesis of speed limit of enzymes. It mainly regulates the occurrence of blood lipid, blood glucose and
some metabolic diseases. To explore the structure and function of ELOVL5 gene in sheep. this gene and its encoding protein were
analyzed by bioinformatics. The results showed that the sheep ELOVLS5 gene encoded 737 amino acids, and the formula was
CigssHausNa160415516. The molecular weight of the protein was 35 335.39 Daltions, the theoretical isoelectric point was 9.47, the
estimated half-life was 30h, and the instability index was 33.35. The subcellular localization was mainly located in the endoplasmic
reticulum (55.6% ). The protein encoded by ELOVL5 gene had no signal peptide sequence and was not secretory protein. This
protein was transmembrane protein with multiple transmembrane regions. had 7 conserved domains, and was hydrophilic. The
secondary structure mainly consist of alpha helix and random coil, the tertiary structure is mainly composed of winding and folding
of a helix.
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Study on the Embryo Rescue Techniques of the Distant Hybrids of Lilium
davidii var. unicolor and Lilium leichtlinii var. maximowiczii

YIN Yan, YANG Daolan, FENG Weihong, NIU Huiting, LI Aibing, HE Xiao, WANG Lu
(Lanzhou Agricultural Science and Technology Research Extension Center, Lanzhou Gansu 730000, China)

Abstract: The effects of flowering regulation, different pollination methods, capsule harvesting time and embryo rescue
medium formula on the germination rate and seedling rate of hybrid embryos were studied by positive and negative cross between
Lilium davidit var. unicolor and Lilium leichilinii var. maximowiczii. The results showed that delayed planting at different time points
of low temperature storage during cold storage of Lilium davidii var. unicolor and early planting protection measures of Lilium
leichilinii var. maximowiczii could effectively resolve the problem of flowering; Flowering pollination can be used in hybrid
pollination of Lilium davidii var. unicolorx Lilium leichtlinii var. maximowiczii, capsule expansion rate can reach 93.3%, the embryo
rate of seeds was 20%o; while Lilium leichtlinii var. maximowiczii hybrided with Lilium davidii var. unicolor, the expansion rate
of cutting stigma pollination was the highest, only 7.6%, but the embryo rate of seeds was 0% ; It was more suitable for embryo
culture of capsules 60 d~70 d after pollination by Lilium davidii var. unicolor x Lilium leichtlinii var. maximowiczii; the optimum
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